TB470 0807

plEx/Bac™-3 Expression Vector

Cat No. The dual-purpose pIEx/Bac™ vectors are designed for cloning and high-level expression of proteins
plEx/Bac-3 DNA 71726-3 by transiently transfecting Spodoptera-derived insect cells or by generating baculovirus recombinants.
Transient transfection and early baculovirus expression is driven by a promoter/enhancer combination that
recruits endogenous insect cell transcription machinery, the AcNPV derived hr5 enhancer and iel promoter.

plEx/Bac-3 sequence landmarks

hr5 enhancer 1196-1677 Late/very late expression in the baculovirus mode is driven by the strong p10 promoter. The pIEx/Bac-3

IET promoter 1682-2228 vector carries an N-terminal HiseTag® coding sequence followed by a recognition site for HRV 3C protease.
IET transcription start 2212 The multiple cloning region is followed by an optional C-terminal StrepeTag® II coding sequence (1). The
p10 promoter 2279-2391 presence of two “gentle elution” tags at both the N- and C-terminus is ideal for dual purification strategies
p10 transcription starts 2323, 2324 designed to isolate full-length fusion proteins (2). Unique restriction sites are shown on the circle map.
HiseTag® coding sequence 2400-2429

StrepeTag® Il coding sequence 2529-2552 1. Skerra, A., Schmidt, T.G.M. (2000) Meth. Enzymol. 326, 271-304.

Multiple cloning sites 2393-2566 2. Fiedler, M., Horn, C., Bandtlow, C., Schwab, M.E. (2002) Protein Eng. 15, 931-941.
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ACACAATATATTATAGTTAAATAAGAATTATTATCAAATCATTTGTATATTAATTAAAATACTATACTGTAAATTACATTTTATTTACAATCCATGGCAC
MetAla
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ATCACCACCATCATCACCATCACCACCACGGTGCACTTGAAGTCCTCTTTCAGGGACCCGGGTACCAGGATCCTGTACAAGTCGACGC'GGCCGCAGAGCT
HisHisHisHisHisHisHisHisHisHisGlyAlaLeuGluValLeuPheGlLnGlyProGlyTyrGlLnAspProValGlLnValAspAlaAlaAlaGluLeu

HRV 3C |

BstB | (2546 Bsu36 | (2566
StrepeTag I |S (2546) 136 1 (2566) IE1 terminator

CGCTCTGGTGCCACGCGGTAGTTCCGCTTGGAGCCACCCGCAGTTCGAAAAGTAAGTGATTAACCTCAGGTTATACATATATTTTGAATTTAATTAATTA
AlaLeuValProArgGlySerSerAlaTrpSerHisProGlnPheGluLysEnd

thrombin |

Sac | (2501)

plEx/Bac-3 cloning/expression regions




plEx/Bac™-3 Restriction Sites 18470 0807

Enzyme  # Sites Locations Enzyme  # Sites Locations
Aatll 1 3251 EcoRV 1 1435
Acc65! 1 2462 Fspl 4 808 1850 5581 6754
Acll 4 2829 5585 5958 6721 Kasl 2 3800 4067
Acul 2 5014 6026 Kpnl 1 2466
Afel 2 2928 41 Mfel 4 2959 3304 3865 4230
Agel 1 3818 Miul 2 548 2068
Ahdl 2 648 5359 Nael 2 932 6405
Alel 2 2429 4049 Narl 2 3801 4068
Alfl 2 2789 2823 Ncol 1 2393
Alfl 2 2789 2823 NgoMIV 2 930 6403
Alol 1 6579 Nhel 1 1802
AlwNI 1 4882 Notl 1 2489
Apall 3 2432 4780 6026 Nisil 1 333
Asel 7 21 129 2027 2351 2595 Pacl 2 2355 2595
3455 5531 Peil 1 4466
Bael 1 2446 Pfol 1 2279
Bael' 1 2479 Pmel 1 4346
BamHI 1 2469 Ppil 3 5149 6023 6579
Bbel 2 3804 4071 Ppil' 3 5181 5991 6547
Bbsl 2 647 3429 Psil 6 469 558 1605 2995 4138
BbvCl 1 565 6636
Begl 3 2679 3785 5864 Pvul 3 1403 5729 6775
Begl' 3 2713 3751 5898 Pvull 1 1972
BeiVl 5 731 1729 2064 4669 6196 Sacl 1 2501
Bell 3 157 1167 1974 Sall 3 107 392 2482
Bdal 4 2547 2581 4537 4571 SanDI 1 2455
Bdal' 4 2547 2581 4537 4571 Scal 1 5839
Bgll 3 2191 5479 6747 Sfol 2 3802 4069
Bglll 1 1162 SqrAl 1 4058
Blpl 1 2883 Smal 1 2460
BmgBI 1 3474 SnaBl 1 2970
Bmrl 2 2857 5399 Sphl 2 1810 2893
Bmtl 1 1806 Sspl 9 156 574 2169 2756 3064
Bpll 2 4236 4268 3261 4134 6163 6716
Bpll' 2 4236 4268 Swal 1 3060
Bpml 1 5429 Taqll 4 4368 5707 5892 6606
Bpuol 1 565 Taqll' 3 308 6045 6062
BpuEl 5 4238 4557 4855 5096 5964 Tstl 2 2426 2701
Bsal 2 434 5420 Tstl' 2 2458 2733
BsaXI 3 290 2696 6577 Tth1l 1 2819
BsaXI' 3 320 2726 6547 Xmal 1 2458
Bsgl 3 3615 3909 4063 Xmnl 2 3511 5958
BsiwI 1 1980 Zral 1 3249
BsmBl 2 1098 3820 Enzymes that do not cut plEx/Bac-3:
Bsml 2 86 1971 Aarl Aflll Ajul Ajul' Apal Ascl
BspHI 2 5186 6194 AsiSI Avrll BsaBl  BseRl BspEl BspMI
BsrBI 6 2059 3923 4218 4399 6200 BstAPI BstEll BstZ171 Fall Fall' Fsel
6364 Hindlll  Hpal Mscl Ndel Nrul
BsrDI 3 228 5420 5594 Pasl PfIMI Pmll PshAl PspOMI PspXI
BsrGl 4 198 917 2475 3300 Pstl Rsrll Sacll Sapl Sbfl SexAl
BssHII 2 1698 1959 Sfil Spel Srfl Stul Xbal Xeml
BssSI 3 1989 4639 6023 Xhol
BstBI 1 2546
BstXI 1 316
Bsu36l 1 2566
BtgZI 3 2842 3603 6503
Btsl 3 1923 5759 5779
Clal 3 1403 3942 4265
CspCl 1 3192
CspCl' 1 3157
Dral 7 46 578 3060 4346 5225
5244 5936
Dralll 1 6511
Drdl 2 4574 6555
Eagl 2 2038 2489
Earl 4 200 696 6154 6792
Ecil 8 212 3711 3717 3723 4528
4674 5502 6802
EcolCRI 1 2499
EcoNI 1 2449
EcoP151 3 4904 4962 5M13
EcoRlI 5 1279 1381 1483 1561 1668






